
SEQUENCE LISTING 


<110> KAVERI, Srinivas 

LACROIX-DESMAZES, Sebastien 
KAZATCHKINE, Michel 


<120> Catalytic anti-factor VIII allo-antibodies 

<130> TJK209 

<140> 10/031,938 

<141> 2002-09-12 


<150> PCT/EP00/06870 
<151> 2000-07-18 

<150> EP99401841.4 
<151> 1999-07-21 

<160> 4 

<170> MS WORD 

<210> 1 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Ser Val Ala Lys Lys His Pro 
1 5 

<210> 2 

<211> 7 

<212> PRT 

<213> Homo sapiens 


<400> 2 

Asp Glu Asp Glu Asn Gin Ser 
1 5 


<210> 3 

<211> 7 

<212> PRT 

<213> Homo sapiens 


<400> 3 

Asp Gin Arg Gin Gly Ala Glu 
1 5 


<210> 4 
<211> 2332 
<212> PRT 
<213> Homo sapiens 


ATRRYYLGAVELSWDYMQSDLGELPVDARFPPRVP 
KSFPFNTSVVYKKTLFVEFTDHLFNIAKPRPPWMG 
LLGPTIQAEVYDTVVITLKNMASHPVSLHAVGVSY 
WKASEGAEYDDQTSQREKEDDKVFPGGSHTYVWQV 
LKENGPMASDPLCLTYSYLSHVDLVKDLNSGLIGA 
LLVCREGSLAKEKTQTLHKFILLFAVFDEGKSWHS 
ETKNSLMQDRDAASARAWPKMHTVNGYVNRSLPGL 
IGCHRKSVYWHVIGMGTTPEVHSIFLEGHTFLVRN 
HRQASLEISPITFLTAQTLLMDLGQFLLFCHISSH 
QHDGMEAYVKVDSCPEEPQLRMKNNEEAEDYDDDL 
TDSEMDVVRFDDDNSPSFIQIRSVAKKHPKTWVHY 
IAAEEEDWDYAPLVLAPDDRSYKSQYLNNGPQRIG 
RKYKKVRFMAYTDETFKTREAIQHESGILGPLLYG 
EVGDTLLIIFKNQASRPYNIYPHGITDVRPLYSRR 
LPKGVKHLKDFPILPGEIFKYKWTVTVEDGPTKSD 
PRCLTRYYSSFVNMERDLASGLIGPLLICYKESVD 
QRGNQIMSDKRNVILFSVFDENRSWYLTENIQRFL 
PNPAGVQLEDPEFQASNIMHSINGYVFDSLQLSVC 
LHEVAYWYILSIGAQTDFLSVFFSGYTFKHKMVYE 
DTLTLFPFSGETVFMSMENPGLWILGCHNSDFRNR 
GMTALLKVSSCDKNTGDYYEDSYEDISAYLLSKNN 
AIEPRSFSQNSRHFSTRQKQFNATTIPENDIEKTD 


PWFAHRTPMPKIQNVSSSDLLMLLRQSPTPHGLSL 
SDLQEAKYETFSDDPSPGAIDSNNSLSEMTHFRPQ 
LHHSGDMVFTPESGLQLRLNEKLGTTAATELKKLD 
FKVSSTSNNLISTIPSDNLAAGTDNTSSLGPPSMP 
VHYDSQLDTTLFGKKSSPLTESGGPLSLSEENNDS 
KLLESGLMNSQESSWGKNVSSTESGRLFKGKRAHG 
PALLTKDNALFKVSISLLKTNKTSNNSATNRKTHI 
DGPSLLIENSPSVWQNILESDTEFKKVTPLIHDRM 
LMDKNATALRLNHMSNKTTSSKNMEMVQQKKEGPI 
PPDAQNPDMSFFKMLFLPESARWIQRTHGKNSLNS 
GQGPSPKQLVSLGPEKSVEGQNFLSEKNKVVVGKG 
EFTKDVGLKEMVFPSSRNLFLTNLDNLHENNTHNQ 
EKKIQEEIEKKETLIQENVVLPQIHTVTGTKNFMK 
NLFLLSTRQNVEGSYDGAYAPVLQDFRSLNDSTNR 
TKKHTAHFSKKGEEENLEGLGNQTKQIVEKYACTT 
RISPNTSQQNFVTQRSKRALKQFRLPLEETELEKR 
IIVDDTSTQWSKNMKHLTPSTLTQIDYNEKEKGAI 
TQSPLSDCLTRSHSIPQANRSPLPIAKVSSFPSIR 
PIYLTRVLFQDNSSHLPAASYRKKDSGVQESSHFL 
QGAKKNNLSLAILTLEMTGDQREVGSLGTSATNSV 
TYKKVENTVLPKPDLPKTSGKVELLPKVHIYQKDL 
FPTETSNGSPGHLDLVEGSLLQGTEGAIKWNEANR 
PGKVPFLRVATESSAKTPSKLLDPLAWDNHYGTQI 
PKEEWKSQEKSPEKTAFKKKDTILSLNACESNHAI 
AAINEGQNKPEIEVTWAKQGRTERLCSQNPPVLKR 
HQREITRTTLQSDQEEIDYDDTISVEMKKEDFDIY 
DEDENQSPRSFQKKTRHYFIAAVERLWDYGMSSSP 
HVLRNRAQSGSVPQFKKVVFQEFTDGSFTQPLYRG 
ELNEHLGLLGPYIRAEVEDNIMVTFRNQASRPYSF 
YSSLISYEEDQRQGAEPRKNFVKPNETKTYFWKVQ 
H H M A P T K DE FDCKAWAYFSDVDLEK DV HSGLIGPLL 
VCHTNTLNPAHGRQVTVQEFALFFTIFDETKSWYF 
TENMERNCRAPCNIQMEDPTFKENYRFHAINGYIM 
DTLPGLVMAQDQRIRWYLLSMGSNENIHSIHFSGH 
VFTVRKKEEYKMALYNLYPGVFETVEMLPSKAGIW 
RVECLIGEHLHAGMSTLFLVYSNKCQTPLGMASGH 
IRDFQITASGQYGQWAPKLARLHYSGSINAWSTKE 
PFSWIKVDLLAPMIIHGIKTQGARQKFSSLYISQF 
IIMYSLDGKKWQTYRGNSTGTLMVFFGNVDSSGIK 
HNIFNPPIIARYIRLHPTHYSIRSTLRMELMGCDL 
NSCSMPLGMESKAISDAQITASSYFTNMFATWSPS 
KARLHLQGRSNAWRPQVNNPKEWLQVDFQKTMKVT 
GVTTQGVKSLLTSMYVKEFLISSSQDGHQWTLFFQ 
NGKVKVFQGNQDSFTPVVNSLDPPLLTRYLRIHPQ 
SWVHQIALRMEVLGCEAQDLY 


